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Vascular anomalies are rare
disorders that cause an unusual

growth of  blood and lymph
vessels in any part of the body
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The team analysed the
DNA and gene activity of

blood vessel cells from
patient lesions to find

exploitable vulnerabilities
in these diseases
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They discovered molecular
vulnerabilities present not only
in lesions with known mutations,

but also in these that the
mutation cause is unknown
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Figure: Genetic clustering groups individuals
by DNA similarity to reveal population

structures, while ti/tv analysis categorizes
SNPs into transitions and transversions and

visualizes their distributions.
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